Principal component scatter plot of bulk kidney RNAseq
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Supplemental Figure 3. Principal component analysis (PCA) of
RNA seq data showed unilateral ureteral obstruction (UUO) (red)
or sham surgery (green) samples from bulk kidney RNA-seq at 0O,
3, 6, and 12-hour time points (A), microdissected cortical
collecting ducts (CCDs) (B) and cortical thick ascending limbs of
Henle’s loop (CTALs) (C) at 3 hours after UUO.



